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Roman Fischer, Ph.D., Associate Professor in Clinical Proteomics, Target
Discovery Institute, University of Oxford, Oxford, United Kingdom

2019 & 2 BIZ timsTOF Pro ZfELMEHTH D, 25000 L ED LCMS 27 L%

FITLTEFELE=A., 2055555000 (FIEMBEDMBFEL AP RATLEz, Ch
FTHEIUEALLIKIFIFEOTLE. |




BRI DEFHEMEZXEHS dia-PASEF

PASEF ®RE—RETIMS BRDERETETE (CCS) DERME
REMEICEY, T—FATARNTUMEMERRLET,

TIMS separation and concentration o 2 Separation by rt, m/z and mobility
- Increased sensitivity . Increased selectivity reveal sample

P : () o complexity signal clean-up
o' °© ., 0®

e =)

€@ o

) U )

- >3+
dia-PASEF ye .
; ; CCS-coded analytes increased
Powered by 4D-Multiomics 3 -ID Confidence N ( ]
~
- Increased Quant accuracy S ®
- MOMA ID & Quant
Mobility
A
»
A
ANe
° /e
ow @
o L%
A° o =
N 06 o
g g ¢
e |
*A * a
. ] *
Mobility
6 RT 5 MIS:MS based. CCS 4 Bi-dimensional dia-PASEF windows
Accuracy - Selectivity - Sensitivity . ased, -aware - Improved ion usage: sensitivity

- Quantitation accuracy
- Ultimate selectivity
- Results confidence

Robustness - Confidence - Speed - Shortened cycle time: throughput

- 1+ removal: spectral quality

Chemical noise . lon 1 (high CCS) . lon 2 (intermediate CCS) . lon 3 (intermediate CCS)

O Isobaric lon 4 (MOMA) ® /sobaric lon 5 (MOMA)

Data-independent acquisition (dia) - PASEF [&. DIA MF|m & PASEF A4 FIAMEEHA& A HE
TEATAIET. HEDDIADTIO—FLYLEWNVRELRIRMEFERELET, LC-MS/MS dia-PASEF
DEFTLERIZHE=2T, miz. AFVEEYT4 (CCS)., BREFERMN. BEZECREEL4RTT 4N
ERREhET, TIMS DBk, EIREESH. 1EDFERAETST AL T3V hBBEAL, /A XHD
DU FTINVERETAIETHUTINEY)—VICLET, Ffz. TaTILTIMS 7o R BLNEDF
£& CCSIEHRMDMEEFIALT, dia-PASEF [THEENDEWRTIFRRIEZAREIZLET.



dia-7ASEF

N RII—TYrDEEMNTOTAIVADT=HD
LEEEDHWNWT A2 ENTDFES

M dia-PASEF AYYRERW T —2A U TARUTUMERIZEY EHEIOSY THREOHIEE
ME[BE, 3 FEFBDEYS dia-PASEF D4R RF—LAIZKY, Aurora-25cm A5 LEFAWN-60 5970
VT, 80005 8EWWEV/IROBSIL—TE 7 AULDORTFREIDEENAGEETHY. EENLIEHESE
RLET.

8.000 — 80.000 —
7.000 — 70.000 —
6.000 — 60.000 —
5.000 — «» 50.000 —
'3 3
o -]
3 k=
° o
o 4.000 — 2 40.000 —
.% o
3 g
a  3.000 — 5 30000
2.000 — 20.000 —
1.000 — 10.000 —
0 0 4
a a b b c c a a b b c c
DIA window scheme DIA window scheme
1.6 1,6 1.6
1.4 1,4 1.4
1,2 4 1,2 1,2
) ) C)
§ 1 4 § 1 4 § 1
0,8 - 0,8 - 08
0,6 0,6 - 0,6
04 T T T T T 04 T T T T T 0,4 T T T T T
200 400 600 800 1000 1200 200 400 600 800 1000 1200 200 400 600 800 1000 1200
m/z m/z m/z m/z

3IEXED dia-PASEF U RSB EEAVEEEIATOIV/VERBIURTFRRAEE B ® ©,



EREYUBIETOTAIVORE

FEEESEE

CCS [Z&kZiEHI) U BILBEIDEEL

timsTOF Pro 2 2§15 dia-PASEF DERE, o —
TURRE, BEREEE., Bonfz9>7ILETH
EEMLERRARTOTA—LBFTETEEICLET,
IVRADPH T ILhoBENTzH T H 25 pg D4
BUINIBEID, SRNILI)—THRAKRTOTA—L
NDEEMNARETT, 30 SPD (samples per day)
M Evosep AV YRERWTREBESNZRRAKRRTF
K% dia-PASEF TH#HLI=#ER. SHEHDEHREER
THRKXMIBEDIL=—VIERARRTFREREE
THIENTEELE, ChoDIERF. AR
ADGREHRFESEZEDOTHY. KNADTOTH
FIZHRT—REDT T IVGEEICEAT S ERTH
KEIAHIENTEET, FERIE Stefan Tenzer Hix
DIFEICKVREShEL -,

/_ Separated by TIMS

YU LEHNBSN T DML T YT DR

CCS BHMMBEWEXRDTOTAIVRTIE, ¥OTH
J574—THBHLIBRAT, BEHEITTIL
F—N—L A D=, VUBIERTFROEMEKIL
EETEEFHATLz, ZEMZ 150 pg D TiO2
eI —- 70 —I2&kB PASEF T TIX., LT
D&SI1227768 BRIV UVBBIERTFENEESN.
MOMA (Mobility Offset Mass Aligned) 12 & %
AFVBEYTARBEDFI R MNBASMZHYEL
1946 EDOHBHETAVI—D55. 20% H TIMS
TRE([ZHEESh, 22 /0B DAL B LB L
NIERERHDHENTEET,

1.946 Coeluting in LC

o/

TIMS & PASEF IZ& BV BIERTFRORE LV BALEBLIEMEAR D 2 B

#EER (X Stefan Tenzer HIBO TIFEICKYREShELT,

Prof. Dr. Stefan Tenzer, Institute for Inmunology, University Medical Center
of the Johannes-Gutenberg University, Mainz, Germany

[ERETHAHEITMZ T, timsTOF Pro D A=—44 Sk, SiED THE KL
JOBIETAYR—4E DR TEDILETT, TDIH. VT T IV EERKELYSEM

ICHIBTEMNTEET .|




B DLENERETD/ N RIL—T Y
A=y TOTAIOR

prm-PASEF 1%, #ZEMLGRRREE=FITH
INSLIILYTHOavEZAYLY (SRM 42 PRM)
BT, ERMEOEREFBGIEHL 1E
DEYIAHTHRHEELDIRTFROHEEOTE
MTEFT,

A—rIrEESNH (MS) (X, TATAIVREER
[CHEWNT, RKERGY T ILIR—MIEBT 5314
R—N—EREDRGE CEASNDBALGFET
¥, CORIE. THEEEENE (DDA)
T—REERFEEBTE (DIA) ICHERTREAM

FyrDE., REIOINTST4—DHBRT—D
DEEE., SARNEREZEIZE>THIREINET,
EHDEI—TINTFRORELRT—E%551=5
[ZI&. AN S70—DHEERREERST 5.
MS ODRERELEREZAGHTHHDELLMALID
YEEA,

prm-PASEF [&, JI)ILH—® timsTOF Pro [2&3 4
RANBOREEZITCGERMELREZRLIE.
PASEF DRE—R#MZ TTUA—H—2—45vtD
HEEOTILET, 1 BORYRAATEI—SYMNIT

ELFET, COHEME 1 BORFTRETESSI— ZTHERTFROHEEOLET,
[
S
*
vg = —E l o
\
' . LI ¢ : . A‘*‘.
™) [ ] .‘ OA . . . * N * 0
co s iv 4 4 )
TIMS tunnel 1 TIMS tunnel 2 TIMS-synchronized Fragmentation TOF seperation

Isolation and detection

Prof. Dr. Gunnar Dittmar, Group Leader Proteomics of Cellular
Signalling, Department of Infection and Immunity, Luxembourg
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Zheng-Jiang Zhu, Ph.D. Principal Investigator, Director of Metabolomics
Research Center, Interdisciplinary Research Center on Biology and
Chemistry (IRCBC), Shanghai Institute of Organic Chemistry (SIOC),
Chinese Academy of Sciences (CAS)
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